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Welcome to the Biological Mass Spectrometry (BMS) Core Facility! Located within 
the Life Sciences Research Institute, our facility offers a wide range of mass spectrometry-
based servicesðfrom bottom-up proteomics and lipidomics to targeted compound and 
drug monitoringðwith customizable methods to meet client needs. By combining 
advanced instrumentation, dedicated analytical workstations, and a team of experienced 
specialists, we equip researchers from all backgrounds with the tools and guidance to 
advance their mass spectrometry projects. 

This BMS User Guide is designed to help you make the most of what our Core has 
to offer and to guide you through our sample management tool (Infinity X) using 
illustrated step-by-step instructions. Should you encounter any issues while working 
with our facility, our team members can be contacted at any time at bms@dal.ca.  

 

 

As of 2026, the BMS Core team now offers its services and expertise in both 
English and French. 
ê compter de 2026, l'®quipe de la plateforme BMS offre d®sormais ses 
services et son expertise, ¨ la fois en fran­ais et en anglais. 
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The BMS Core Facility 

Why the BMS Core? 

Established in May 2004 within Dalhousie University, the BMS Core Facility was created 
to bridge the gap between mass spectrometry attractiveness (sensitivity, specificity 
and wide dynamic range of analysis) and its limitations (required advanced 
instrumentation, powerful data processing, and specialized expertise). 

Located in the Life Sciences Research Institute, the BMS Core Facility takes part in 
Dalhousie Universityôs CORES (Centralized Operations of Research Equipment and 
Supports) program. Developed with the support of the Faculty of Medicine, this initiative 
enhances research excellence and innovation by ensuring fair, equal and timely access 
to cutting-edge equipment and expert guidance for all researchers. This collaborative 
network unites specialized core facilities staffed by skilled professionals, helping 
researchers secure funding, share knowledge, and advance groundbreaking discoveries. 

Through the CORES initiative, our team provides researchers from all backgrounds with 
the tools and guidance they need to advance their mass spectrometry projects. To further 
democratize this field, the BMS Core Facility is also committed to sharing knowledge 
through educational programs within Dalhousie University and freely available online 
resources. 

 

Our evolution with research 

What began as a dedicated proteomics service has steadily expanded into metabolomics 
and lipidomics over the years, evolving with the scientific needs of our community. We 
offer flexible options, including partial services (data acquisition and analysis) or full 
support (from sample processing to final results), tailored to meet each project's 
requirements. After more than 20 years of service, the BMS Core now proudly supports 
over 90 research groups across Canada, collaborating on both fundamental and clinical 
research.  
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The BMS Core Facility over the years 

 

Funding and partnerships 

The following funding agencies help the BMS Core facility maintain a high-quality 
service using state-of-the-art technology:  
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Services and equipment 

Available services 

The BMS Core provides provide a wide range of mass spectrometry services across 
several omics fields, including proteomics, metabolomics and lipidomics. Our team 
offers partial (data acquisition and analysis only) and full (from sample processing to final 
results) services. Therefore, you can decide at which step of your experiment one of our 
team members should take over.  

As of January 2026, our current services include (but are not limited to): 

¶ Bottom-up proteomics (Data-Dependent and -Independent Acquisition, DDA 
and DIA, respectively) 

¶ Lipidomics (Untargeted and Targeted) 

¶ Targeted compound and drug monitoring 

¶ HPLC-UV purification and detection 

¶ Variety of validated sample preparation routines 

¶ Computational hardware and bioinformatics services 

¶ Customized analyses (contact bms@dal.ca for more information) 

 

The list of services offered by the BMS Core is always expanding! Regularly 
visit our website to see our latest additions. We also welcome custom inquiries. 
Please reach out to us at bms@dal.ca to see what we can do for you! 

 

For concrete examples of applied services, check out the BMS Coreôs list of 
articles published in peer-reviewed journals over the years on our website: 

https://medicine.dal.ca/research/biological-mass-spectrometry/resources.html 

 

Delivered mass spectrometry (MS) data include MS raw files and an Excel file 
with identified proteins/metabolites, detected intensities and other annotations 
relevant to your experiment. Additional analysis services are available upon 
request at bms@dal.ca. 

 

Available equipment 

Our facility houses 3 different mass spectrometers and a variety of other instruments 
and hardware devices to support our wide range of sample processing and analysis. 
Below is a short description of our current equipment pool. 

mailto:bms@dal.ca
mailto:bms@dal.ca
https://medicine.dal.ca/research/biological-mass-spectrometry/resources.html
mailto:bms@dal.ca
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¶ Orbitrap Fusion Lumos mass spectrometer: 

 

The Orbitrap Fusion Lumos is built on the Tribrid architecture and includes a quadrupole 
mass filter, linear ion trap and Orbitrap mass analyzers. System specifications: resolving 
power up to 500,000 FWHM, with isotopic fidelity up to 240,000 FWHM at m/z 200; 
Synchronous Precursor Selection (SPS) for MS and MSn experiments; scan rates of up 
to 30 Hz in OTMSn, and up to 40 Hz in ITMSn; <3 ppm RMS using external calibration. 
The Lumos can be interfaced to the ACQUITY M-Class UPLC system for nano-micro flow 
rate experiments, as well as the Vanquish UPLC for analytical flow rate work. The Lumos 
can optionally be used with the FAIMS Pro ion mobility interface for greater sensitivity in 
a variety of analysis types. 

 

¶ timsMetabo mass spectrometer: 

 

The timsMetabo mass spectrometer from Bruker offers a cutting-edge platform for a 
variety of -omics analyses. The timsMetabo combines trapped ion mobility spectrometry 
(TIMS) and Mobility Range Enhancement (MoRE) with recent advances in ion detection 
(Athena Ion Processor) to deliver metabolomic, lipidomic, and proteomic analyses at 
speed, depth, and scale. The timsMetabo in the BMS Core is paired with a Waters 
ACQUITY M-Class system to support nano- and micro-scale chromatography during 
sample introduction to the mass spectrometer via the VIP-HESI or CaptiveSpray ion 
sources. 
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¶ QTRAP 5500 mass spectrometer: 

 

The QTRAP 5500 mass spectrometer from AB Sciex offers a robust and reliable platform 
for targeted and other types of directed mass spectrometry experiments. The instrument 
offers fast and sensitive scanning to facilitate robust and reliable monitoring of target 
analytes. The QTRAP 5500 is interfaced with an Agilent 1290 Infinity II UPLC system (with 
a Multisampler module capable of holding thousands of samples) and can be operated 
with the SELEXion ion mobility interface to enhance the overall specificity of data 
acquisition. 

 

 

Online resources to explore mass spectrometry 

In our continuous effort to promote fair and equal access to mass spectrometry for 
researchers from all backgrounds, the BMS Core Facility offers a range of online 
resources in addition to our regular services. All resources are freely accessible directly 
on the BMS official website at the following address:  

https://medicine.dal.ca/research/biological-mass-spectrometry/resources.html 

Available resources include proteomics, metabolomics, and lipidomics protocols 
commonly used at our core, publications in peer-reviewed journals, and carefully 
curated materials designed to help researchers make the most of mass 
spectrometry.  

 

Protocols, data acquisition methods and bioinformatics scripts 

Whether you want to process samples yourself or wish to know more about our workflows, 
many of our protocols regarding protein or peptide labelling, sample processing, 
internal quality controls, mass spectrometry acquisition methods and data analysis 
scripts can be freely downloaded at the link provided above.  

 
 
 

https://medicine.dal.ca/research/biological-mass-spectrometry/resources.html
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All protocols listed online were tested in our facility and are working as written. 
We often update the protocols to improve certain aspects or based on the 
availability of reagents, so check back often to make sure you are using the 
most recent version. 

 

Where appropriate, refer to the health and safety guidelines of your own 
institution as well as the MSDS documents for the described chemicals before 
use. Some of the chemicals and objects used in mass spectrometry are 
dangerous and should be handled with caution!  

 

Scientific Toolbox 

Because science should be accessible to everyone, our team gathered a selection of 
powerful tools you can use regardless of your funding level or design and analytical skills. 
The BMS scientific toolbox is 100% free and provides user-friendly ways to create 
clear scientific illustrations, optimize your experiments, and streamline data 
analysis.  

Four sections are currently available, as listed below: 

¶ Scientific Images and Illustrations: lists online databases that offer free, 
downloadable and customizable illustrations for your next poster, conference or 
research article. All images are either in the Public Domain or under a Creative 
Commons license. 

¶ Experimental design: compiles key tables, useful calculators and powerful 
comparators to adequately scale your experiment and choose the 
consumables/equipment best suited for your project needs.  

¶ Analysis and Data Visualization: offers 3 types of tools to facilitate mass 
spectrometry data analysis and to enhance data visualization. The first category of 
tools is composed of software and downloadable informatics packages tailored for 
the first steps of mass spectrometry data analysis, such as data filtering, batch-
effect correction, missing value imputation, spectrum identification and 
quantification. The second category gathers in-browser tools for the later stages in 
mass spectrometry data analysis such as differential analysis, protein clustering, 
functional enrichment and protein-protein interactions mapping. The last category 
provides in-browser tools to assess the accessibility of your final figure for people 
with visual impairments (contrast and colourblind tester). 

¶ Mass Spectrometry and Proteomic Databases: features international databases 
which are useful for protein characterization, biological pathway exploration, small 



 

@ u_¤ØÊcEɈØ|cíEÃÊcÒôɈʍɈ9{ÊɈȸɈØÊEÃɈZØc@EɈǑǏǑǕ ǐǐ 

chemical molecules spectral identification and common mass spectrometry 
contaminant detection. 

Published research articles 

Our team members proudly support researchers in advancing state-of-the-art science 
through mass spectrometry. Our services have been acknowledged in many peer-
reviewed research articles over the years, with contributions recognized through 
authorship or formal acknowledgment. These works are listed directly on our website at 
the link provided above. Such publications provide concrete examples of how our 
services can contribute to your own research projects.  

 
The list of services offered by the BMS Core is always expanding! Regularly 
visit our website to see our latest additions. Not finding what you are looking for 
in our current list? We also welcome custom inquiries. Please reach out to us at 
bms@dal.ca to see what we can do for you!  

 

Curated materials to make the most of mass spectrometry 

Learning about mass spectrometry can sometimes be challenging, regardless of your 
scientific background. To allow everyone to explore this technology at their own pace, the 
BMS Core's website provides 2 sets of educational materials regarding mass 
spectrometry: infographics and scientific posters, as well as peer-reviewed research 
papers and videos. 

For people who want to learn about mass spectrometry at the BMS Core, infographics 
and scientific posters are available in the ñDiscover Mass Spectrometryò section of our 
website. Such resources aim to provide each user with straightforward information 
to meet their projectôs needs, within our facility. Mass spectrometry principles, 
various proteomics and metabolomics approaches and miscellaneous guides for 
designing your experiment can be found within this section. 

For people who wish to delve deeper into mass spectrometry, a selection of relevant 
peer-reviewed research articles and videos from the scientific community are also 
provided in the ñRecommended literatureò section of our website. This selection gathers 
influential works who helped us to enhance the services provided by the BMS Core 
Facility. 

  

mailto:bms@dal.ca
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How to use our services 
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Submit samples ï As easy as 1, 2, 3!  
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Using the Infinity X software 

What is Infinity X? 

Infinity X by Idea Elan is an enterprise-wide software used by Dalhousieôs research cores 
to manage facility operations and support user access to equipment and services. As a 
user of the BMS Core, you can freely access this tool online, either via your Dalhousie 
University credentials or via a validated email address (external users). 

Switching to Infinity X aligns with the BMS Coreôs wish to continuously improve user 
experience and increase communications between all involved parties. As a 
centralized tool, Infinity X facilitates service requests, sample submissions and introduces 
live status updates, while giving more control to each user over the general process and 
their project management. 

 

Login to Infinity X 

Dalhousieôs Infinity X is freely available at https://sinfinity.ideaelan.com/du/auth/login. This 
online tool can be accessed regardless of if you are or not a member of Dalhousie 
University. 

 

¶ Member of Dalhousie University with a valid NetID 

Simply select the <Single Sign-on (SSO)> button to log in with your academic 
credentials. 

 

¶ External member 

On your first visit to Infinity X, click on the <Register> button at the bottom of the Login. 
page. Complete registration information. A confirmation email will be sent to the registered 
email address. Once confirmed, the user will be registered and can log in using their 
registration email and password during future visits. 

https://sinfinity.ideaelan.com/du/auth/login
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Login page: A. SSO button to connect with your Dalhousie credentials. B. Register 
button to create a new account for external users. C. Login field for returning 
external users. 

 

Setting up your Infinity X account: The new user wizard 

On your first login, you will be automatically directed to the User Wizard to help you 
set up your account. This step only needs to be done once. Setting up your account 
includes filling out your details, joining a research group, requesting additional admin 
rights (only if you are the Principal Investigator of your lab or if you have financial authority 
over your research group), and finally accessing the BMS Core or any other Dalhousie 
facilities. 

 

мΦ Click on <Start> to initiate the setup process.  
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нΦ Click on <Request Access> next to the name(s) of the lab(s) to which you belong. The 

corresponding PI will be notified by email and prompted to approve your request. Click 

<Continue>. 

If you do not see your PI listed or this is not applicable to your role, click 
<Continue> to skip this step.  

If you are working with several research groups, you can simultaneously 
request access to each lab by clicking on all the PIôs names directly on the 
displayed list. 
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оΦ Click <Request Access> next to the facility you want to access. The Facility Admin will 

be notified by email and prompted to approve your request. A green check mark 

indicates that you have already been granted access to this facility. Click <Continue>. 

If you do not see the facility listed or do not want to select a facility at this 
stage, click <Continue> to skip this step.  
 

 

 

пΦ After the previous step, you might be redirected to your profile window to enter 

additional details. Please refer to the next section to learn how to fill out your 

information. 

 

You can update user settings or relaunch the User Wizard anytime via the drop-
down menu under your user icon (see picture on the next page). 
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Relaunch the User wizard: A. Access the drop-down menu by clicking on your 
profile icon. B. Relaunch the User Wizard. 

 

Fill out your details and manage your profile 

To access your profile information at any given time, simply click on your profile icon in 
the top right corner of your window to access the general drop-down menu. Then, select 
<My Profile> to display your personal information. 

Each user profile features 4 subsections: <Basic Details>, <My Principal Investigators>, 
<My Facilities> and <My Billing Codes>. The <Basic Details> section will be used by 
the BMS Core to identify you and associate you with specific research projects: be 
sure to have your details up to date! Sections like <My Principal Investigators> and 
<My Facilities> show you which labs and facilities accepted you as an active user. <My 
Billing Codes> display the financial accounts you can currently use to pay for your service 
request. Please refer to the sub-sections below for additional details on each profile feature. 

If you have worked with the BMS Core, some of your details may have been 
pre-filled by one of our team members, according to our current database. 
Please check those details while setting up your account. 

 

¶ Basic Details 

The <Basic Details> window should appear as presented below: 
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User profileôs basic details: A. Mandatory details for the BMS Core. B. 
Expandable section for postal address and phone number. 

Enter your first and last names, as well as your current position in the Designation Field 
(refer to the following table to classify yourself). If you are an active member of Dalhousie 
University, make sure that your NetID appears in the corresponding field. External 
members should leave this field blank. 

 

Position fŰĦũƨĬĲƚв 

Academic Staff 
Active members of Dalhousie who are not 
students: Principal investigators, Research 
assistants, Technicians, Teaching Staff, etc. 

Core Facility Admin Admins of other Dalhousie's core facilities 

External - Academic Academic researchers who are neither students 
nor active members of Dalhousie University 

External - Non-Academic 
Industrial or governmental researchers who are 
neither students nor active members of 
Dalhousie University. 

Graduate Student 
Ph.D. students, M.Sc. students, Medical 
students, Engineering students, etc. 

 
Additional contact information is not mandatory to use our services but we do recommend 
putting at least your lab postal address so it can appear on quotes and invoices. Simply 
expand the field by clicking on the arrow before filling out your address. 

Once you are done completing your profile, click <Save> at the bottom of the subsection. 
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¶ My Principal Investigators and My Facilities 

Both <My Principal Investigators> and <My Facilities> subsections display research 
groups and facilities that you can access as a user, as shown below. A status icon is 
available for each lab or facility you have ever interacted with. 

 

 

Three different statuses are available, as shown below. I f you wish to leave a team or to 
stop using a facility, click on the red minus sign.  

Icon Meaning 

  

Your access request has been accepted. You are 
currently an active user of this lab or this facility. 

  

Your access request is under review by an admin of 
this lab or this facility. 

  

Your access request has been denied. You cannot 
access this lab or this facility. 

Additional icon 

  
Click this icon to leave a lab or a facility. 

 

A user can be part of several labs and report to several Principal 
investigators. If this is your case, simply request access to all your other teams 
by typing the other Principal Inverstigatorôs name and clicking on <Add>. 
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Access to a certain team or facility can be revoked at any time by the user itself 
or one of the administrators. If a member of BMS Core mistakenly deleted your 
access to our facility, contact us at bms@dal.ca and include ñIssue with Infinityò 
in your email subject line. 

 

¶ My Billing Codes 

The subsection displays all the billing accounts linked to your research group(s), as 
well as the remaining funds available for future service requests (see below for an example). 
Only users designated either as a principal investigator or as a person with financial 
authority for a specific lab can add, delete or manage funds. 

 

 

To be designated as a principal investigator or a person with financial authority 
over your research group, contact us at bms@dal.ca and include ñAdmin rights 
on Infinityò in your email subject line.  

 

 

Dashboard and navigating the user menu 

Once your account is set up, you can start exploring all the features of Infinity X. The page 
called Dashboard (see picture below) will automatically be set as your homepage when 
connecting to Infinity. Your Dashboard serves as an overall view of all your current 
service requests, instrument reservations (not applicable to the BMS Core), your lab 

mailto:bms@dal.ca
mailto:bms@dal.ca
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expense and other matters that might require your attention. A side menu is also 
available on the left side of your screen to facilitate access to key features. 

 

 

The dashboard view: The left panel menu allows for quick access to key software 
modules. The 3 coloured boxes (green, orange and red) allow to directly open the 
management tools for instrument booking, supply orders and ongoing service 
requests: simply click on the corresponding colour to access the desired submenu. 
A. Access dashboard view from the left panel. B. Notification icon. Clicking on this 
icon will reveal another submenu. C. Profile Icon. Clicking on the profile picture will 
reveal additional navigation options under the form of a drop-down menu. D. This 
pencil icon allows for dashboard customization, letting you choose which data you 
want to be displayed on your homepage overview. E. Access to instrument bookings 
(not applicable to the BMS Core). F. Submit a new service request. G. Buy supplies 
from one of the Dalhousie facilities (not applicable to the BMS Core). H. Browse the 
different instruments, services and supplies available across Dalhousieôs facilities. 

 

Additionally, principal investigators and users with financial authority over their 
research group(s) can have additional features appearing on their dashboard. 
Examples of additional features are shown in the picture below. 
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Additional features for users with extra admin rights: A. Drop-down menu 
allowing you to manage modules on behalf of the selected lab. B. Access your 
research group profile and manage its team members and billing accounts. C. 
Pending request for a new user who wishes to join your research team. D. Example 
of the billing account overview feature. 

 

To unlock additional admin features, please follow the procedure described on 
pages 26 and 27 of this guide.  

 

 

Access the BMS Core facility on Infinity X 

To be able to submit mass spectrometry service requests to the BMS Core, you will 
need to have been granted access to our facility. There are 3 ways to request this 
access:  

 

¶ Request access through the User Wizard 

Please refer to the instructions available from pages 15 to 18 of this guide. 
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¶ Request access through your User profile 

мΦ To access your user profile at any given time, simply click on your profile icon in the 
top right corner of your window to access the general drop-down menu. Then, select 
<My Profile> to display your personal information. 

нΦ In the <My Facilities> subsection, select ñBiological Mass Spectrometry Core Facilityò 
in the <Search Facility> bar. Click on <Add> to send the request to our team members. 

 

 

¶ Request access through the Facilities Directory 

Infinity X allows each user to search through and request access to many facility assets, 
including instruments, services, supplies and specific facility labs. Access to the BMS can 
also be requested through the <Search Resources> menu. 

 

мΦ Select the <Search Resources> menu on the left side of your screen (see picture on 
the next page). 
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нΦ In the resource directory, you can freely browse all the assets available at Dalhousie 
University. Access the <Facilities> section at the tops of the window. 

 

 

оΦ Click <Request Facility> next to the Core you want to request access to. 
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пΦ A new pop-up window should appear. Click on <OK> to send the access request to the 
chosen Dalhousie Core. 

 

Obtain additional admin rights (PI or person with financial authority) 

As a Principal Investigator or a person who has financial authority over a specific research 
group, you are entitled to admin rights over your team. Such rights include, but are not 
limited to, team management, project management, fund management and quote 
approvals. As a lab admin, these new features will appear directly on the left side of your 
screen when using Infinity X. 

 

The Principal Investigator menu: A. Access your Principal Investigator menu. B. 
Set up your principal investigator profile by filling out basic details, adding billing 
accounts and automating tasks. C. Manage your facility access. D. Manage the 
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existing users of your team. E. Approve or reject new memberships. F. Manage 
notifications. 

 

By default, every new account in Infinity X features the lowest role level: Standard user. 
While the implementation of this new software, the BMS team used its own database to 
grant a higher role level (Principal Investigator Admin rights) to known heads of research 
teams. To determine if your current role level is correct, click on your profile icon in 
the top right corner of your screen: your current position within the system is available 
under your verified email address, as shown below. 

 

 

To unlock admin rights over your research group, contact us at bms@dal.ca and 
include ñAdmin rights on Infinityò in your email subject line.  

If you qualify for admin rights for more than 1 research group, provide a list of all 
the team names in your email so we can adjust our database.  

 

 

Filling out lab details (Lab admins only) 

To ensure correct information on quotes and invoices, make sure to have the most up-
to-date details regarding your team.  

mailto:bms@dal.ca
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мΦ On the left side of your window, select <Settings> to access the Principal Investigatorôs 
menu. Then click on <Principal Investigator> to view your research groupôs profile. 
Like for user profiles, the Principal Investigatorôs profile is composed of several 
subsections. 

Although similar, the Principal Investigatorôs profile and the Userôs profile 
are different and serve different purposes! While the Userôs profile is only 
used to identify a person in the system, the Principal Investigatorôs profile is 
useful to indicate your group affiliation and your group price type (internal or 
external). 

 

нΦ If you have admin rights for more than 1 research group, make sure that you are 
editing the setting of the correct principal investigator on top of the screen, next 
to your notification icon (see arrow at the top of the screen, as featured in the picture 
of step 3). To edit another teamôs details, click on the name bar to reveal a drop-down 
list. 

оΦ In the <Basic Details> subsection, confirm or correct the principal investigatorôs name, 
then select your institution, your faculty and your department in the 2 relevant sections. 
If you do not find your institution or faculty in the <Principal Investigator information> 
paragraph, simply select ñDalhousie Universityò and ñFaculty of Medicineò while 
entering your actual information in the <Additional Details> paragraph. The BMS Core 
does not currently rely on a Principal Investigator code system. You can, therefore, 
leave this field empty until further notice. 

 

Principal Investigatorôs basic details subsection: A. Enter your details in both 
paragraphs. The principal investigator code field should remain empty until further 
notice from our team. B. Expand the contact information by clicking on the arrow. 
Fill out your labôs details, as you want them to figure on future quotes and invoices. 
C. Do NOT activate this toggle, as it will prevent your team members to select your 
lab during a new service request. You will still be able to manage your active team 
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members as described in the next section below (ñManage your research group 
members (Admins only)ò). 

пΦ Click on the arrow to expand the <Contact information> paragraph (see picture on 
the previous page) and enter your labôs information. These details will appear on future 
quotes and invoices. 

рΦ Click on <Save> at the bottom of the <Basic Details> subsection. 

 

Manage your research group members (Lab admins only) 

As an admin, you can approve or reject new team members; remove former users 
from your lab; as well as grant administrator rights to any member of your team. 
When a new user wishes to become part of your team, you will receive a notification (email 
and/or directly from within your Infinity X account) asking you to approve or reject this 
access request.  

 

¶ Approve or reject a new memberôs request for your team 

1. On the left side of your window, select <Settings> to access the Principal Investigatorôs 
menu. Then click on <Users> to access your research groupôs current members. 

2. If you have admin rights for more than 1 research group, make sure that you are 
editing the setting of the correct principal investigator on top of the screen, next 
to your notification icon (see arrow at the top of the screen, as featured in the picture 
of step 3). To edit another teamôs members, click on the name bar to reveal a drop-
down list. 

3. The list of all users which have requested access to or have been part of your team will 
appear on your screen, as shown below. 
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Principal Investigatorôs basic details subsection: A. Userôs status within your 
team. A clock icon means the access request to your lab is pending. B. Action button 
to approve or reject a new member request. 

4. Look for the users who have a pending request (=clock icon). Select the desired user 
by ticking the case on the first column. Click <Approve> or <Reject> to either add or 
refuse this new user in your research group. 

 

¶ Manage existing users from your team 

At any given time, you can decide to remove a former lab member or reactivate a 
memberôs access to your team. 

1. On the left side of your window, select <Settings> to access the Principal Investigatorôs 
menu. Then click on <Users> to access your research groupôs members. 

2. If you have admin rights for more than 1 research group, make sure that you are 
editing the setting of the correct principal investigator on top of the screen, next 
to your notification icon (see arrow at the top of the screen, as featured in the picture 
of step 3). To edit another teamôs members, click on the name bar to reveal a drop-
down list. 

3. The list of all users which are or have been part of your team will appear on your screen, 
as shown below. On the right side, the <Status> column indicates who is part of your 
current team. A green icon indicates an active member who can submit a request on 
behalf of your lab. A red icon indicates a former or expelled member who can no longer 
submit requests for your team. 
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4. To toggle a user status between active and inactive, simply click on the status icon next 
to the personôs name. 

 

¶ Grant administrator rights to a member of your team 

1. On the left side of your window, select <Settings> to access the Principal Investigatorôs 
menu. Then click on <Principal Investigator> to view your research groupôs profile. 
Like for user profiles, the Principal Investigatorôs profile is composed of several 
subsections. 

2. If you have admin rights for more than 1 research group, make sure that you are editing 
the setting of the correct principal investigator on top of the screen, next to your 
notification icon (see arrow at the top of the screen, as featured in the picture of step 
3). To edit another teamôs details, click on the name bar to reveal a drop-down list. 

3. Type the name or email address of the team member(s) who will receive the new admin 
rights. Click on <Add>, next to the search bar. 
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4. Their names should now appear in a small rectangle below the search bar. Click 
<Save> at the bottom of the <Basic Details> subsection. 

 

Manage your billing accounts (Lab admins only) 

Although Infinity X supports centralized billing and payment, Dalhousie University is 
currently using its own separate billing system called DalMedix. Do NOT enter your 
account codes in your Principal Investigator profile but instead indicate which 
account should be charged directly in the sample submission form. The BMS team 
will use this information to generate the final invoice directly on DalMedix.  

In order to still be able to request mass spectrometry services with no billing 
accounts registered in your Principal Investigator profile, follow these instructions 
below: 

1. Access your Principal Investigatorôs profile by clicking on <Settings> on the left side of 
your screen and then select <Principal Investigator>. 

2. Make sure that you are editing the setting of the correct principal investigator on top of 
the screen, next to your notification icon. To edit another teamôs accounts, click on the 
name bar to reveal a drop-down list. In the <Billing Information> subsection, select 
the <Bill Me Later> option. 
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Enable or disable automated quote approval (Lab admins only) 

Upon receiving a service quote, admins are expected to accept the quote before 
any service takes place. Principal investigators and financial authorities can choose 
either to automatically approve quotes that cost less than a specific threshold or manually 
accept each quote within Infinity X. 

 

¶ Enable automated quote approval below a determined threshold  

1. Access your Principal Investigatorôs profile by clicking on <Settings> on the left side of 
your screen and then select <Principal Investigator>. 

2. Make sure that you are editing the setting of the correct principal investigator on top of 
the screen, next to your notification icon. To edit another teamôs settings, click on the 
name bar to reveal a drop-down list. In the <Principal Investigator Setting> 
subsection, activate <Auto approve all quotes> or <Auto approve quotes that are 
less than> and then enter your desired threshold in CA$. 
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Principal Investigatorôs auto-approval system: A. This option allows for a 
custom threshold to be set. Alternatively, the option below gives full liberty to your 
lab members by automatically accepting all quotes regardless of the cost. B. As the 
BMS Core does not currently use the built-in payment system of Infinity X, and that 
supply costs are already included in our service fees, these 2 settings are irrelevant 
in our facility. C. This setting allows for new users to be automatically accepted as 
an active member of your team. This setting is covered in the section Manage your 
research group members on pages 29 to 32. 

3. Click <Save> to apply your changes. 

 

Keep in mind that, as several Dalhousie cores are using Infinity X, the 
threshold for quote auto-approval will apply to every received quote 
regardless of which facility generated it. If you are dealing with several 
cores, we advise against using the auto-approval system. 
 

 

¶ Disable automated quote approval 

1. Access your Principal Investigatorôs profile by clicking on <Settings> on the left side of 
your screen and then select <Principal Investigator>. 

2. Make sure that you are editing the setting of the correct principal investigator on top of 
the screen, next to your notification icon. To edit another teamôs settings, click on the 
name bar to reveal a drop-down list. In the <Principal Investigator Setting> 
subsection, activate <Auto approve all quotes> or <Auto approve quotes that are 
less than> and then set your threshold to 0.00 CA$. 
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Principal Investigatorôs auto-approval system: A. This option allows for a 
custom threshold to be set. Alternatively, the option below gives full liberty to your 
lab members by automatically accepting all quotes regardless of the cost. B. As the 
BMS Core does not currently use the built-in payment system of Infinity X, and that 
supply costs are already included in our service fees, these 2 settings are irrelevant 
in our facility. C. This setting allows for new users to be automatically accepted as 
an active member of your team. This setting is covered in the section Manage your 
research group members on pages 28 to 31. 

3. Click <Save> to apply your changes. 

 

 

The project system used at the BMS Core 

How does the BMS Coreôs project system work? 

To easily keep track of every project, our team will attribute a new project ID to every 
new MS analysis. This ID is a four-digit number starting by 1 (e.g., 1124; 1386; é). 
This number will be provided to you at the start of each new mass spectrometry project 
within our facility. Please keep track of this identifier number, as members of our team 
might ask for it during future exchanges. 

 

Create a new project  

With your help, a BMS Core member will determine your analysis requirements at 
the beginning of each new project. Then, you will be issued a project ID (a four-digit 
number starting by 1). Please provide your principal investigatorôs name and the user(s) 
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authorized to work on or access this project to bms@dal.ca so our team can set up a new 
project page for you. 

 

Access your MS project page in Infinity X 

The project module on Infinity X allows our team to gather all relevant information or 
additional files (project description, sequence of recombinant or mutated proteins for 
example) linked to your experimental design. Users and PI who have been granted access 
can view and download files linked to a specific BMS project. To consult a project, simply 
follow the steps described below. 

 

1.  Click on your icon profile and select <My project>. 

 

 

2. A list of all your projects should appear as shown below. Click on the project you wish 
to access. If a project is missing from your list, please contact us at bms@dal.ca. 

mailto:bms@dal.ca
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3. A project page is composed of 2 subsections: <Project Details> and <Access>. Click 
on the expand arrows to access additional details. The <Project Details> section 
features downloadable documents uploaded by the BMS team. If you wish to add other 
documents or manage access to your project (add or remove users), reach out to 
bms@dal.ca and include the word ñManage project on Infinityò in the subject line 
of your email. 
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Due to software limitations, projects anterior to January 2026 do not have the 
actual starting date but feature instead the day on which they were uploaded to 
Infinity X.  

 

 

 

Request a mass spectrometry service at the BMS Core  

Design your experiment and identify your MS needs 
If you wish to submit samples for a new project or a new type of analysis, you are 
expected to first reach out to the BMS Core to define your experiment requirements. 
Send an email to bms@dal.ca with a short description of your experiment and what you 
hope to achieve with your mass spectrometry analysis. One of our team members will 
determine with you the best way to meet your goal. 

If you have already worked with us on a project for which you are planning to submit 
new samples, you do not have to reach out to us and can directly initiate the service 
request on Infinity X (refer to the next section below). 

 

Submit a service request via Infinity X for your samples 
Whenever you wish to submit samples to the BMS core for an existing or new 
project, the first step is to fill a service request form into your Infinity X account by 
following these instructions: 

mailto:bms@dal.ca
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1.  Access the request form module by clicking <Service Request> on the left side of 
your window. 

 

 

2. If you have been granted access to several Dalhousie facilities, make sure to select 
the Biological Mass Spectrometry Facility in the drop-down menu on the top right 
corner of your screen (see picture on the next page). Click on the BMS sample 
submission form to initiate a service request. 

 

The BMS team often updates the submission form to improve the user 
experience. If several submission forms are available, please select the 
most recent one to submit your samples.  
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Sample submission menu: A. Make sure that you have selected the Biological 
Mass Spectrometry Facility from the drop-down menu to see our sample 
submission forms. B. Click on a heart icon to label a form for easier access. C. 
Access additional help files that were uploaded by the BMS team. 

 

3. The sample submission form should appear as shown below. Fill it to the best of your 
knowledge. Make sure to scroll down to complete all sections. Click <Submit> when 
youôre done to send the service request directly to the BMS team. If you need more 
time before sending the service request, click <Save as Draft> to come back to it later. 

Occasionally, a specific pop-up window called <Basic Details> can appear (illustrated 
below) and prevent you from accessing the sample submission form during your first 
service request using Infinity X. This is due to an incorrect setting on your principal 
investigatorôs account. Contact a member of the BMS team at bms@dal.ca to correct 
this issue. This issue should not reappear in future submissions. 
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Correct (top) and incorrect (bottom) display of the BMS sample submission 
form: If you have the incorrect form display on your screen, contact our team at 
bms@dal.ca. A. Save and send the service request to the BMS team. B. Save a 
draft for you to edit later. 

 

When the BMS Core receives your submission, our team members will review your 
service request and contact you if additional details are needed. A quote will be provided 
to you shortly after. Sample processing in our lab will only start after the quote is approved 
by your lab admin (see the next section of this guide for additional guidance). 

 

mailto:bms@dal.ca
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Accept a service quote (Lab admin only) 

After your sample submission, our team will provide you with a quote tailored to your 
needs. As a PI or a person with financial authority, you will receive a notification once the 
quote is ready for review. You will be notified by email and by an icon in your Infinity X 
account, as shown below. 

 

Notification types for service quote approval: A. Automatic email notification. 
One of the BMS Core members (A1) has issued a quote with a specific amount (A2) 
for the service request with the identifier shown in A3. The person who initiated the 
request in question in shown in A4. B. Notification icon on your Infinity X account. 
Click on the icon to reveal the drop-down menu. Clicking on <Principal 
Investigator Service Requests> will display the list request waiting for your 
approval. 

 
























